In the title compound, [AgCl(C 7 H 7 N 3 O 2 S)(C 18 H 15 P) 2 ], the Ag I ion is in a distorted tetrahedral coordination environment formed by P atoms from two triphenylphosphane ligands, one terminal S atom from the 1-(4-nitrophenyl)-thiourea ligand and a chloride ion. In the crystal, bifurcated (N-H)2Á Á ÁCl hydrogen bonds [with graph-set motif R 2 1 (6)] connect complex molecules, forming zigzag chains along [001] . These chains are linked via weak C-HÁ Á ÁO hydrogen bonds, forming a two-dimensional network parallel to (100). An intramolecular N-HÁ Á ÁCl hydrogen bond forming an S(6) ring is also observed.
Chemical context
Studies of thiourea and thiourea derivatives have recently attracted considerable attention because of their variety of biological properties such as increasing technologies for plasma membrane proteomics (Cordwell & Thingholm, 2010) , antimicrobial and cytotoxic activity (Bielenica et al., 2015) and significant antifungal and anti-viral activity of curative rates (Wu et al., 2012) . Silver(I) complexes containing triphenylphosphane as precursors have been studied extensively for the preparation of mixed ligands with thiourea derivatives (Mekarat et al., 2014; Wattanakanjana et al., 2014) . Recently, we reported a complex that was prepared by reacting copper(I) chloride containing triphenylphosphane and 1-(4-nitrophenyl)thiourea ligands (Nimthong-Roldá n et al., 2017) . Herein, we report the crystal structure of the compound formed using silver(I) instead of copper(I) under the same conditions, [AgCl(C 7 H 7 N 3 O 2 S)(C 18 H 15 P) 2 ] (I). ISSN 2056-9890 
Structural commentary
In compound (I), triphenylphosphane, PPh 3 , and a 1-(4-nitrophenyl)thiourea ligand, NPTU, as co-ligands coordinate the Ag I ion with two P atoms from two PPh 3 ligands, one terminal S atom from the NPTU ligand and one chloride ion, resulting in a distorted tetrahedral environment (Fig. 1) . The Ag-S bond length of 2.6316 (5) is similar to that of 2.603 (4) Å found in [Ag 2 Cl 2 (CH 5 N 3 S) 2 (C 18 H 15 P) 2 ], (Wattanakanjana et al., 2012 ). An intramolecular N2-H2BÁ Á ÁCl1 hydrogen bond with graph-set motif S(6) is observed (Table 1) .
Supramolecular features
In the crystal, N2-H2AÁ Á ÁCl1 and N1-H1Á Á ÁCl1 hydrogen bonds link the molecules, forming a zigzag chain along [001] . These chains are linked by weak C12-H12Á Á ÁO2 hydrogen bonds, leading to the formation of a two-dimensional network parallel to (100) (Fig. 2 and Table 1 ).
Database survey
A search of the Cambridge Structural Database (Version 5.37, Feb 2016 with two updates; Groom et al., 2016) revealed no complexes with the 1-(4-nitrophenyl)thiourea ligand, and only the crystal structure of the ligand itself has been reported (LONSEN; Xian et al., 2008) . A search for phenylthiourea ligands with substitutions on the phenyl ring yielded 34 hits. Of these, four hits were Ag I complexes, namely TUYZAQ (Wattanakanjana et al., 2015) , SUFDUU (Nimthong-Roldá n et al., 2015b), WUFBIK (Nimthong-Roldá n et al., 2015a), and XOFDED (Mekarat et al., 2014) 
Synthesis and crystallization
Triphenylphosphane, PPh 3 (0.16 g, 0.51 mmol) was dissolved in 30 ml of acetonitrile at 340 K and then silver(I) chloride, AgCl (0.04 g, 0.25 mmol) , was added. The mixture was stirred for 3 h and then 1-(4-nitrophenyl)-2-thiourea, NPTU (0.05 g, 0.25 mmol), was added. The resulting reaction mixture was heated under reflux for 3 h during which the precipitate gradually disappeared. The resulting clear solution was filtered and left to evaporate at room temperature. The crystalline complex, which deposited upon standing for a couple of days, was filtered off and dried in vacuo (0.16 g, 66% yield). M.p. 465-467 K. IR bands (KBr, cm 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 1 Hydrogen-bond geometry (Å , ). 
Figure 2
Part of the crystal structure of (I), showing the two-dimensional network formed by intermolecular N-HÁ Á ÁCl and C-HÁ Á ÁO hydrogen bonds (shown as dashed lines) parallel to (100).
Figure 1
The molecular structure of (I), with displacement ellipsoids drawn at the 50% probability level. All H atoms have been omitted for clarity.
positioned geometrically and constrained to ride on their parent atoms, with C-H = 0.95 Å and N1-H1 = 0.88 Å . The other nitrogen-bound H atoms were located in differenceFourier maps and were refined with an N-H distance restraint of 0.88 (2) Å . U iso (H) values were set to 1.2U eq (C/N). Reflections 1 1 0, 1 1 1, 0 2 0, 1 2 0, 0 4 0, 1 2 1, 0 2 1, 0 1 1, 1 0 0, À5 11, 13 8 1, 6 15 10, 12 10 4, 5 15 13, 12 20 2, 0 22 11, 12 1 5, 3 23 11, 2 26 10, 4 9 12, 10 14 6, 10 20 9, 7 22 7, 14 8 5, 10 10 7, 0 5 14, 7 5 10, 14 8 4, 5 25 10, 2 20 12 and 12 14 9 were affected by the beam stop and were omitted from the refinement. Computer programs: CrystalClear-SM Expert (Rigaku, 2014) , HKL-3000 (Otwinowski & Minor, 1997) , SHELXS97 and SHELXL97 (Sheldrick, 2008) , SHELXL2014 (Sheldrick, 2015) , SHELXLE (Hü bschle et al., 2011), Mercury (Macrae et al., 2008) and publCIF (Westrip, 2010) . program(s) used to refine structure: SHELXL2014 (Sheldrick, 2015) and SHELXLE (Hübschle et al., 2011); molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and publCIF (Westrip, 2010) .
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Chlorido[1-(4-nitrophenyl)thiourea-κS]bis(triphenylphosphane-κP)silver(I)
Crystal data Extinction coefficient: 0.00032 (3)
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. NH2 hydrogen positions were refined with an N-H distance restraint of 0.88 (2) Angstrom. (9) 0.0120 (9) 0.0179 (9) −0.0021 (7) 0.0045 (7) −0.0016 (7) C2 0.0143 (10) 0.0136 (9) 0.0140 (9) 0.0017 (7) 0.0042 (7) −0.0015 (7 
